38

0 -

TP53 IIII IIIIII

RB1
KDM5A I

MYC wn

ATM W I
ARID1A

APC IIII IIIII

KHAS

ESR
FBXW7
KMT2D

SMARCA4 [ 3]
PRDM9 [ 3]
PLCG1[3]
MAP3K14 [ 3]
EP300 [ 3]
CTNNB1[3]
CHD1[3]
AMER1 [ 3]
PREX2[ 4]
MAP3K1 [ 4]
KMT2C [ 4]
NF1[5]
BRAF[ 5]
GNAS [ 6]
KMT2D [ 8]
FBXW?7 [10]
KRAS [13]
APC [18]
RB1 [33]
TP53 [38]

Missense_Mutation
Nonsense_Mutation = Del
In_Frame_Del
In_Frame_Ins
Frame_Shift_Del

TP53 [38]
RB1[33]

APC [18]

= Amp

= Multi_Hit

= SNV+CNA

KRAS [13]

FBXW?7 [10]

KMT2D [8]
GNAS [6]

Primary_tumor_site
= colon left

= colon right

= unknown

KMT2C [4]

MAP3K1 [4]
PREX2 [4]

= gast

ric

= esophagus
rectum

—-log10(P-value)

AMER1 [3]
CHD1 [3]

= pancreas

Cell_type
= small cell = no

. gaIIbIadder/duct

CTNNB1 [3]
EP300 [3]

MAP3K14 [3]
PLCG1 [3]
PRDM9 [3]

* P<0.01

P <0.05

>3 (Co-occurence)

2
1

SMARCA4 [3]

=}
L w
®

MSI

= yes

> 3 (Mutually exclusive)



